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Prellmlnary Results

As expected, prey signatures are isotopically distinct and oystercatcher signatures reflect a diet composed of the three
groups.

. The diet composition of black oystercatchers in the northern Gulf of Alaska is approximately 49% Mytilus, 38% Nucella,
and 15% Lottia based on stable isotope analysis.

. Interestingly, previous observational studies of prey delivered to chicks have shown a relatively higher proportion of limpets
(Lottia) in the diet.

. Based on limited initial data, signatures show little spatial variation between two locations in the northern Gulf of Alaska.

Next Steps

Complete analysis of 2012 samples (feathers and remaining invertebrates).

. Obtain and analyze archived black oystercatcher blood collected in 2004 — 2007 in several locations throughout the GOA.
Background B Obtain and analyze archived feathers from museum specimens, which were collected between 1910 and 1945.
The goals of this study are to determine diet composition of . . . . . S Field work locations
. Conduct controlled diet study on captive oystercatchers at the Alaska SeaLife Center to obtain more accurate estimates for

black oystercatchers, possible regional variability in diet in
Alaska populations, and temporal variability over the last 100
years. . Conduct season two of field work in Aialik Bay and Harriman Fjord (Prince William Sound).

rates of turnover and fractionation values.

.

Here, we present results from year one of a two year study on the
foraging ecology of black oystercatchers in the Gulf of Alaska.
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ANCHORAGE

Trophic correction values used in Figure 2 are taken from the literature (3.54 for N and 1.63 for C). @I ‘
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